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SEQUENCE LISTING 
<110> DANISCO A/S 

<120> Process for the Enzymatic Modification of Pectin 

<130> 550-354 

<140> 10/018,604 
<141> 2001-12-14 

<160> 8 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 1636 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PG enzyme 
clone 

<400> 1 

aatctttttc aatagacaag tttaaaaacc ataccatata acaatatatc atggttatcc 60 

aaaggaatag tattctcctt ctcattatta tttttgcttc atcaatttca acttgtagaa 120 

gcaatgttat tgatgacaat ttattcaaac aagtttatga taatattctt gaacaagaat 180 

ttgctcatga ttttcaagct tatctttctt atttgagcaa aaatattgaa agcaacaata 240 

atattgacaa ggttgataaa aatgggatta aagtgattaa tgtacttagc tttggagcta 300 

agggtgatgg aaaaacatat gataatattg catttgagca agcatggaat gaagcatgtt 3 60 

catctagaac acctgttcaa tttgtggttc ctaaaaacaa gaattatctt ctcaagcaaa 420" 

tcaccttttc aggtccatgc agatcttcta tttcagtaaa gatttttgga tccttagaag 480 

catctagtaa aatttcagac tacaaagata gaaggctttg gattgctttt gatagtgttc 540 

aaaatttagt tgttggagga ggaggaacta tcaatggcaa tggacaagta tggtggccaa 600 

gttcttgcaa aataaataaa tcactgccat gcagggatgc accaacggcc ttaaccttct 660 

ggaattgcaa aaatttgaaa gtgaataatc taaagagtaa aaatgcacaa caaattcata 720 

tcaaatttga gtcatgcact aatgttgtag cttcaaattt gatgatcaat gcttcagcaa 780 

agagcccaaa tactgatgga gtccatgtat caaatactca atatattcaa atatctgata 84 0 

ctattattgg aacaggtgat gattgtattt caattgtttc tggatctcaa aatgtgcagg 900 

ccacaaatat tacttgtggt ccaggtcatg gtataagtat tggaagctta ggatctggaa 960 

attcagaagc ttatgtgtct aatgttactg taaatgaagc caaaattatc ggtgccgaaa 102 0 

atggagttag gatcaagact tggcagggag gatctggaca agctagcaac atcaaatttc 1080 

tgaatgtgga aatgcaagac gttaagtatc ccataattat agaccaaaac tattgtgatc 1140 

gagttgaacc atgtatacaa cagttttcag cagttcaagt gaaaaatgtg gtgtatgaga 1200 

atatcaaggg cacaagtgca acaaaggtgg ccataaaatt tgattgcagc acaaactttc 1260 

catgtgaagg aattataatg gagaatataa atttagtagg ggaaagtgga aaaccatcag 1320 

aggctacgtg caaaaatgtc cattttaaca atgctgaaca tgttacacca cactgcactt 1380 

cactagaaat ttcagaggat gaagctcttt tgtataatta ttaatttata ctatagatct 1440 

tcaatatata gcagatatga tatatcacaa taaacaaatc tatatctatg tattgaataa 1500 

ttattattaa tatgtacgga ttgaagtttt aataagacta ctatgtattt ctattttcta 1560 

gtcaaaagtt tgacgattgt actttttaat gtacaaaaat aataaaatgg ttatttatat 162 0 
gaaaaaaaaa aaaaaa 163 6 



<210> 2 
<211> 457 
<212> PRT 



Rec 



dPCT/PTO 06 SEP MO 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PG enzyme 
<400> 2 

Met Val lie Gin Arg Asn Ser lie Leu Leu Leu lie lie lie Phe Ala 
15 10 15 

Ser Ser lie Ser Thr Cys Arg Ser Asn Val lie Asp Asp Asn Leu Phe 
20 25 30 

Lys Gin Val Tyr Asp Asn lie Leu Glu Gin Glu Phe Ala His Asp Phe 
35 40 45 

Gin Ala Tyr Leu Ser Tyr Leu Ser Lys Asn lie Glu Ser Asn Asn Asn 
50 55 60 

lie Asp Lys Val Asp Lys Asn Gly lie Lys Val He Asn Val Leu Ser 
65 70 75 80 

Phe Gly Ala Lys Gly Asp Gly Lys Thr Tyr Asp Asn He Ala Phe Glu 
85 90 95 

Gin Ala Trp Asn Glu Ala Cys Ser Ser Arg Thr Pro Val Gin Phe Val 
100 105 110 

Val Pro Lys Asn Lys Asn Tyr Leu Leu Lys Gin He Thr Phe Ser Gly 
115 120 125 

Pro_Cys Arg Ser Ser lie Ser Val Lys He Phe Gly Ser Leu Glu Ala 



Ser Ser Lys He Ser Asp Tyr Lys Asp Arg Arg Leu Trp He Ala Phe 
145 150 155 160 

Asp Ser Val Gin Asn Leu Val Val Gly Gly Gly Gly Thr He Asn Gly 
165 170 175 

Asn Gly Gin Val Trp Trp Pro Ser Ser Cys Lys He Asn Lys Ser Leu 
180 185 190 

Pro Cys Arg Asp Ala Pro Thr Ala Leu Thr Phe Trp Asn Cys Lys Asn 
195 200 205 

Leu Lys Val Asn Asn Leu Lys Ser Lys Asn Ala Gin Gin He His He 
210 215 220 

Lys Phe Glu Ser Cys Thr Asn Val Val Ala Ser Asn Leu Met He Asn 
225 230 235 240 

Ala Ser Ala Lys Ser Pro Asn Thr Asp Gly Val His Val Ser Asn Thr 



130 



135 



140 



245 



250 



255 



Gin Tyr He Gin He Ser Asp Thr He He Gly Thr Gly Asp Asp Cys 
260 265 270 



lie Ser He Val Ser Gly Ser Gin Asn Val Gin Ala Thr Asn He Thr 
275 280 285 



Cys Gly Pro Gly His Gly He Ser He Gly Ser Leu Gly Ser Gly Asn 
290 295 300 

Ser Glu Ala Tyr Val Ser Asn Val Thr Val Asn Glu Ala Lys He He 
305 310 315 320 

Gly Ala Glu Asn Gly Val Arg He Lys Thr Trp Gin Gly Gly Ser Gly 
325 330 335 

Gin Ala Ser Asn He Lys Phe Leu Asn Val Glu Met Gin Asp Val Lys 
340 345 350 

Tyr Pro He He He Asp Gin Asn Tyr Cys Asp Arg Val Glu Pro Cys 
355 360 365 

He Gin Gin Phe Ser Ala Val Gin Val Lys Asn Val Val Tyr Glu Asn 
370 375 380 

He Lys Gly Thr Ser Ala Thr Lys Val Ala He Lys Phe Asp Cys Ser 
385 390 395 400 

Thr Asn Phe Pro Cys Glu Gly He He Met Glu Asn He Asn Leu Val 
405 410 415 

Gly Glu Ser Gly Lys Pro Ser Glu Ala Thr Cys Lys Asn Val His Phe 
420 425 430 

Asn . Asn. Ala Glu His Val Thr Pro His Cys Thr Ser Leu Glu He Ser 
435 440 445 

Glu Asp Glu Ala Leu Leu Tyr Asn Tyr 
450 455 



<210> 3 
<211> 2192 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Lycopersicon 
esculentum 

<400> 3 

tctctctctt catctctgtt tcacaccaaa gaaatgcaca ctaaaattca tcttcctccc 60 
tgcatcttac ttcttcttct gttctcacta ccatctttca atgttgttgt aggtggagat 120 
ggtgaatctg gtaacccatt tacacccaaa ggttatctga ttaggtactg gaagaaacaa 180 
atctcaaatg acttaccaaa gccatggttt cttctgaaca aggcatctcc attgaatgct 240 
gcacaatatg caacttacac taaacttgtt gctgatcaaa atgcactcac cacacagctc 300 
catacctttt gctcttcagc aaatctcatg tgtgcaccag atctgtcacc aagtcttgaa 360 
aaacacagtg gagatatcca ttttgccact tacagtgaca aaaactttac caattatgga 420 
accaatgaac ctggaattgg agttaacact ttcaagaact actctgaagg agaaaacatc 480 
cctgtaaatt ctttcaggcg atatggtaga ggttctcccc gtgacaataa atttgacaat 540 
tacgcctctg atggcaatgt tattgaccaa agtttcaatt cctatagcac aagtactgct 600 



ggaggttcag gcaaattcac aaattacgcg gcgaatgcca atgaccccaa tctgcatttc 660 
acttcctatt ccgatcaagg aacaggaggt gtacagaaat tcacaatata ctcacaagaa 72 0 
gccaatgctg gtgaccagta tttcaaaagt tacggcaaaa atgggaatgg tgctaatggt 780 
gaattcgtca gctatggaaa tgacacaaat gttatcggct caacatttac aaattatggt 840 
cagacagcaa atgggggaga ccaaaaattc acatcttatg gtttcaacgg caatgttcct 900 
gaaaatcatt tcaccaacta tggtgctgga ggtaatggtc catctgaaac ttttaatagt 960 
tacagagatc aatcgaatgt tggagatgac acattcacta cctatgttaa ggatgcaaat 1020 
ggcggtgaag cgaatttcac caactatggt caatcattca atgaaggtac tgatgtattc 1080 
actacttacg gcaaaggggg taatgaccca catatcaatt tcaaaactta cggagttaac 1140 
aacactttca aagattatgt caaagatact gctacatttt ccaattacca caacaaaact 1200 
tcccaagttt tagcatcgtt gatggaggtc aacggtggta aaaaggtgaa taaccggtgg 1260 
gttgagcccg gaaagttttt ccgggagaag atgttgaaga gtggtacaat catgcctatg 1320 
ccagatataa aggataagat gcctaaaagg tcctttttgc cccgggtgat tgcttccaaa 13 80 
ttaccatttt ctacttcaaa aattgctgag ctgaagaaaa tcttccacgc cggtgatgag 1440 
tctcaggtgg agaagatgat cggcgatgca ttgagtgagt gtgaaagagc accgagcgcc 1500 
ggtgagacga aacgatgtgt taattcagct gaagatatga ttgatttcgc aacatcagtg 1560 
ttgggtcgaa acgtcgtcgt tcgaacgact gaggatacaa aaggatcaaa tgggaatatc 162 0 
atgattggat cagtcaaagg aatcaacggt ggaaaagtta ctaaatcagt atcatgtcat 1680 
caaacgctgt acccttactt actgtattac tgtcattcgg ttcctaaagt ccgggtctac 1740 
gaagcggata ttttggaccc gaattcaaag gttaagatca atcatggtgt cgcgatttgc 1800 
cacgtggata catcttcatg gggaccgagt cacggagcgt ttgtcgcact cgggtcggga 1860 
cccgggaaaa tagaagtttg tcattggatc tttgagaatg atatgacttg ggcaattgct 192 0 
gattgagaaa aaaaaaagaa atgaaataat atgcaaaatt tctaattcgg gtcgaaccgg 1980 
gtgtgttaca agaagaagaa aaaaggtacc actggtttga cttttatagt aattattatt 2040 
attatagtct taatttatat tttgagtaat tttcgtgtaa gtttctcttt gccttcatta 2100 
agtatgaatg gctatcaatt tacactattt gttatgtaat cattttattg ttgactcata 2160 
tttgagcaag gtaatgtagt tattgccaga tg 2192 

<210> 4 
<211> 10 

<212> PRT - - 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Lys - C 
peptide 

<220> 

<221> UNSURE 
<222> (9) 

<2 23> any amino acid 
<400> 4 

Asn Gly Asn Gly Ala Asn Gly Gin Xaa Val 
15 10 



<210> 5 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Glu-C peptide 



<400> 5 

Ala Asn Ala Gly Asp Gin Tyr 



1 



5 



<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Lys-C primer 
<220> 

<221> variation 
<222> (3) 

<223> N= A,T,G, C or U 
<220> 

<221> variation 
<222> (6) 
<223> N=Y 

<220> 

<221> variation 
<222> (9) 

<223> N+A,T,G,C or U 
<220> 

<221> variation 
<222> (12) 

<223> N+A, T, G, C or U 



<220> 

<221> variation 
<222> (15) 
<223> N=Y 

<400> 6 

ggnaanggng cnaangg 17 

<210> 7 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Glu-C primer 
<220> 

<221> variation 
<222> (3) 
<223> N=Y 

<220> 

<221> variation 
<222> (6) 

<223> N=A,T,G,C or U 



<220> 

<221> variation 

<222> (9) 

<223> N=A,T,G,C or U 
<220> 

<221> variation 

<222> (12) 

<223> N=Y 

<220> 

<221> variation 
<222> (15) 
<223> N=R 

<400> 7 

aangcnggng ancanta 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: N-terminal 
oligo 

<220> 

<221> variation 
<222> (3) 

<223> N=R - 
<220> 

<221> variation 
<222> (6) 

<223> N=A,T,G,C or U 
<220> 

<221> variation 
<222> (9) 
<223> N=R 

<220> 

<221> variation 
<222> (12) 
<223> N=R 

<220> 

<221> variation 
<222> (15) 
<223> N=Y 

<220> 

<221> variation 
<222> (18) 
<223> N=Y 



<400> 8 

atntcnccnc tntgnttntc 



